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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/8 9 0 f 3 2 3 



DATE: 08/09/2001 
TIME: 12:04:10 



C--> 
C--> 



w--> 
w--> 



0 
8 
10 

II 

13 

14 
16 
17 
19 



3 ; 
3: 

3 5 
3 5 

3 b 
37 
38 
41 

4 2 
4 3 
44 
4 b 

4 7 
4H 
4^ 
■>() 
VI 
r > 2 

5 A 
r »4 

i ; '7 

58 
59 

6 0 
62 
6 3 



Input Set : A:\2517-WO Seq.txt 

Output Set: N:\CRF3\08092001\I890323.raw 

■:110> APPLICANT: Immunex Corporation 

•:120> TITLE OF INVENTION: NEW METALLOPROTEINASE- Dl S I NTEGRIN FAMILY MEMBERS: SVPH 

DNAS AND POLYPEPTIDES 
<130> FILE REFERENCE: 0 3 2 60.0093-00304 
<140> CURRENT APPLICATION NUMBER: US/09/8 90 , 3 2 3 
<141> CURRENT FILING DATE: 2001-07-25 
*:150-> PRIOR APPLICATION NUMBER: 60/116,670 
151 > PRIOR FILING DATE: 1999-01-21 

NUMBER : 60/138, 682 
1999-06- 14 0 „ ^, , * \ 



1S0> 
151> 
150 > 



PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 



FILING DATE 
APPLICATION 
FILING DATE 
APPLICATION 
FILING Date 



160^ 
170 > 
210> 
211 > 
212> 



NUMBER: 60/155, 798 

iyyy-09-27 

SEQ ID NOS: 33 
Patentln Ver . 2.1 



ENTERED 



NUMBER OF 
SOFTWARE : 
SEQ ID NO: 1 
LENGTH: 129 
TYPE: DNA 
!13> ORGANISM: Homo sapiens 
:220> FEATURE: 
""3> OTHER INFORMATION: "n" 
may be any nucleotide 
-100 > SEQUENCE: 1 

atttttgata ccacagtgac caacacggtc acctaaggtg ttcaattctt tgtagcaagt 60 
ctcacttgca gtatttgege ctgcaccaaa aatcctccta cactgttcan ttgeggtcat 120 



at various positions throughout the sequence 



gacangctc 

<210> SEQ ID NO: 2 

211^ LENGTH: 469 

212 > TYPE: DNA 

213> ORGANISM: Homo sapiens 

40()> SEQUENCE : 2 
tttttgagta agaataggtc atgttttagt aaaacttcca aaagaaoaaa 
caacecagga ggacatgtga gtcacaatac cctttaatcc acaggttggc 



129 



et ggaact tt 
qcttettcae 
■ :atqqcagq c 

' (IrJCj.i t <IU' , U 

f et tetccat 
uqt c< 
•210: 
•21 1: 
■:212:. 
•213 
< 4 00: 



otqoctcctq 
qqq ttcaa t". q 
ac t qaqqqet 
qaq .juqqqea 
qa t q tagc ta 
tt ct c ct. cqtqaqaa 
SEQ ID NO 3 
LENGTH: 1500 
TYPE: DNA 
ORGANISM Homo 
SEQUENCE . 3 



t a a a c q a t g t 
aaaaaq t etc 
(jccqtcccaa 
qaqqaaqeca 
t.tggaaagaa 
at tctqtagt 



sap i ens 



qrqqqt qqt a 
c a tq tq q tag 
c tctggt q a c 
tea tct taac 
atcottcatt 
acacceag to 



ccot.ee ctca 
tt.g qa aaaa t 
ct get qt aqa 
atqqqaqaqq 
qaccg tcaag 
ct.c tgaqcc 



acagattctt 
tccttggttt 

aooag t q qa t 
ccaqtcaq tc 
a ceq t qccac 
t tcoea t ate 
t taaaaaaoa 



6 0 
120 

1 SC 
24( 
* o r 

U\{ 
4 2C 
4 69 



oacqaqqatt tatatcttc:a aaqaaaatat aatqatqotc ttqcatq<it r fitttcjaaaan ^ n 



file: C: CRF3 x Outhokf VsrIS90323.htm 



S ( ) 0 I 



Page 2 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/890,323 



DATE: 08/09/2001 
TIME: 12:04: 10 



Input Set : A:\2517-WO Seq.txt 

Output Set: N:\CRF3\08092001\I89032 3.raw 



6 7 
6 8 

6 9 
70 

7 1 
7 j 
7 < 
74 
7 5 
7b 
7 / 

7 8 
79 
80 

8 1. 
82 
8 3 
84 

8 5 
8ti 
87 
90 
91 

9 2 
9 3 
9 5 
9 6 < 
97 
99 < 
100 
101 
103 
104 
106 
107 
110 
111 

12 
1 i 
1 5 
'.\ t. 
1 7 

1 ( < 
20 

2 3 
2 5 
2 6 
2 8 



aattgcagtt atatotcttt ttttaaacat atctcttcgg gagcaacatg tctaaataat 

ateccaggac tagqttatgt gcttaagaga tgtggaaaca aaattgtqga ggacaatgag 

qau t g t gat t gtqqttccac agaggagtgt cagaaagatc gqtgttgcca atcaaattyt 

aagttgcaac caggtgccaa ctgtagcatt ggactttgct gtcatgattg tcgqtttcgt 

ccutot.ggat acgtgtgtag gcaggaagga aatgaatgtg accttgcaga gtactgcgac 

ggqaattcaa gttcctgccc aaatgacgtt tataagcagq atgqaacccc ttgcaagtat 

gaaggccgtt gtttcaggaa ggggtgcaga tcoagatata tgcagtgcca aagcattttt 

gqacctgatg ecatggaggc tcctagtgaq tgetatgatg cagttaactt aataggtgat 

caatttggta actgtgagat tacaggaatt cgaaatttta aaaagtgtga aagtgcaaat 

teaatatgtg gcaggctaca gtgtataaat gttgaaacca tccctgattt gccagagcat 

acqactataa tttctactca tttacagqca gaaaatctca tgtgctgggg cacaggctat 

i:atct.itcca tgaaacccat gggaatacct gacctaggta tgataaatga tggcacctcc 

tgtggagaag gccgggtatg ttttaaaaaa aattgcgtca atagctcagt cctgcagttt 

gactgtttgc ctgagaaatg caatacccgg ggtgtttgca acaacagaaa aaactgccac 

tgoatgta tg ggtgggcacc tccattctgt gaggaagtgg gqtatggagg aagcattgac 

agtgggcotc caggactgct caqaggggcg attooet-rgt caatttgggt tgtgtccatc 

ataatgtttc gccttatttt attaatcctt tcagtggttt ttgtgttttt ccggcaagtg 

ataggaaacc acttaaaacc caaacaggaa aaaatgccac tatccaaagc aaaaactgaa 

eaggaagaat otaaaacaaa aactgtacag gaagaatcta aaacaaaaac tggacaggaa 

gaatctgaag caaaaactgg acaggaagaa tctaaagcaa aaactggaca ggaagaatct 

aaagcaaaca ttgaaagtaa acgacccaaa geaaagagtg tcaagaaaca aaaaaagtaa 
<J10> SEQ ID NO: 4 



3 0 0 

4 2 0 
480 
54 0 

MM) 
f,M) 
1 2 0 
780 

84 0 
90 0 
9b 0 
1020 
10 80 
1140 

i - ) - > n 

_1_ i-i 1 ' VJ 

1 2 h 0 
1320 
1380 
1440 
1500 



111 



> LENGTH : 4 0 



<:212> TYPE: PRT 
v213> ORGANISM: Homo sapiens 
<220> FEATURE: 

< 223> OTHER INFORMATION: "Xaa" at various positions throughout the 

may be any amino acid 
<:400> SEQUENCE: 4 
Met Thr Ala Xaa Glu Gin Cys Arg Arg lie Phe Gly Ala Gly Ala Asn 

15 10 15 

Thr Ala Ser Glu Thr Cys Tyr Lys Glu Leu Asn Thr Leu Gly Asp Arg 



sequence 



2 0 

Val Gly His Cys Gly lie Lys Asn 



30 



35 

:210> SEQ ID NO: 5 
:211> LENGTH: 12 3 
-212:- TYPE PRT 
2 13.- ORGAN! SM 
4 0 0:- SEQUENCE. 



40 



; [ ii Asp T r f ) Vd 1 Ty r I 
1 5 



Homo sap i en s 

r Arq II o 



Phe Asn Lou I 



Glu Lys Arc? 

3 5 

Ala Pro Leu t 

5 0 

Val Glv Thr" / 



i 

2 0 
Tyr 



Ser [lis Glu G 1 u Lys 
1 0 

Leu Ser Asn Ser 



Val Asn Glu Gly Phe 
25 

Gly Asn Leu Ser His Val Lys Met Met 
4 0 4 5 

ys His Leu Ser Gly Thr Val Leu Gin Gin Gl 

5 5 0 0 

la Ala 1 on Sp r a 1 a r -.-^ u ^ ' ■ 1 " T ■ " T 1 * 



Asp Leu Phe 
15 

Tyr I Lo Met 

30 

Ala Ser Ser 



Thr" Arq 
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RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: US/09/890,323 TIME: 12:04:10 



Input Set : A:\2517-WO Seq.txt 

Output Set: N:\CRF3\08092001\I890323.raw 



1 ' ) Q 


h5 










70 










7 S 










O L' 


1 j 1 

1*1. 


G I n 


Leu 


Pro 


His 


Gly 


Asp 


Phe 


Phe 


lie 


U 1 u 


P r o 


v a i 


Ly s 


l y s 


nib 


i I L) 












85 










q a 
y u 










J D 




1 ^ i 


Lou 


Val 


Glu 


Gly 


Gly 


Tyr 


His 


Pro 


nib 


lie 


v a i 


l yr 


Arg 


Arq 


r 1 n 

' J 111 


T TTH 

Ly s 


1 > .i 








100 










i n r 

1 U J 










1 1 0 
1 1 u 






1 W 


Val 


Pro 


Glu 


Thr 


Lys 


Glu 


Pro 


Thr 


Cys 


( _j i y 


Leu 












1 1 o 






115 










120 


















1 4 1 


<2l0 ■ SEQ ID NO 


: 6 
























11^ 


■: Jl 1 > LENGTH : 499 
























1 4 3 


-1212 - TYPE: 


PRT 


























i i i 

1_ 1 1 


Y213 > ORGANISM: 


Homo sapiens 


















i i t ; 
1 4 o 


•14 00 > SEQUENCE : 


6 
























1 4 / 


nl.S 


bill 


Asp 


Leu 


Tyr 


Leu 


Gin 


Arg 


Lys 


I yr 


Asn 


Asp 


Mid 


L e u 


nld 


i rp 


14 o 


1 








c: 
D 










1 U 










1 R 
1 D 




I ..' ( J 


St j r 


Phe 


ly 


Lys 


va 1 


Cys 


Ser 


Leu 


lj 1 u 


Tyr 


Aid 


oly 


Ser 


v a i 


Ser 


Thr 


1 C 1 

111. 








z U 


























15 3 


Leu 


Leu 


Asp 


Thr 


Asn 


T 1 „ 

Lie 


Leu 


Ala 


D >-/-i 


a i a 


Thr 
1 111 


Trp 


oe r 


Aid 


nib 


I j 1 u 


1 J 4 






3 j 










A A 

4 u 










4 D 










Leu 


tjly 


His 


A "I T 

Ala 


Val 


<jiy 


Met 


Ser 


HIS 


Asp 


blU 


P 1 n 
<j 1 11 




Lys 


r 1 n 
k J 1 1 1 


oys 


1 R 7 
1.) / 




j U 










D D 










£ A 










1 J J 


Arg 


Gly 


Arg 


Pro 


Asn 


Cys 


lie 


Met 


v j j. y 


Ser 




Arg 


T In 
1 111 


>j i y 


D h o 

xr ne 


t» e r 


1 iZ A 

1 b 'J 


b i 










7 0 










7 c; 










Q A 




As n 


Cys 


Ser 


Tyr 


lie 


Ser 


Phe 


Phe 


\-i y b 


nib 


Tip 

lie 


O ,1 -r~ 


o e i 


' j i y 


A 1 d 


T Vl T" 

1 111 


lb j 










8 5 










q n 

y U 














in j 


o y s 


L e u 


Asn 


Asn 


lie 


Pro 


Gly 


Leu 


1 j i y 


iyr 


Val 


Leu 


L / b 


Arg 


^ / s 


' j ±- y 


loo 








100 










1 Pi ^ 
1U J 










i i n 
1 1 u 






i tZ \j 
loo 


Asn 


Lys 


lie 


Val 


Glu 


Asp 


Asn 


G l.u 


bill 


'.ys 


Asp 


- / ^ 


\j i y 


o e r 


i nr 


e 1 n 

bill 


1 K U 

1 O 






115 










120 










lz J 








1 7 1 

1 / 1_ 


Glu 


Cys 


Gin 


Lys 


Asp 


Arg 


Cys 


Cys 


( 3 1 n 


Ser 


Asn 


Cys 


r y s 


Leu 


bin 


D 

F 2. O 


1 7 > 
1 / J 




.13 0 










135 










1 ,1 A 










17 1 

1 / 4 


Gly 


Ala 


Asn 


Cys 


Ser 


lie 


Gly 


Lou 


Cys 


Cys 


HIS 


Asp 


cy s 


Arg 


n V-i 

f ne 


Arg 


1 7 r: 
1 / .1 


145 










150 










1 j j 










10U 


17 7 

ill 


Pro 


Ser 


Gly 


Tyr 


Val 


Cys 


Arg 


Gin 


1 3 1U 


Gly 


Asn 


GlU 


Cys 


Asp 


Leu 


A 1 a 

Ala 


1 7 u 










165 










1 7 A 
1 / U 










1 7 c 

1 / J 




1 o 


Glu 


Tyr 


Cys 


Asp 


Gly 


Asn 


Ser 


Ser 


Ser 


Cys 


P ro 


Asn 


Asp 


val 


Tyr 


Lys 


1 Q 1 
1 O 1 








180 










1 Q ^ 










t Q A 

i y u 






1 o O 


Gin 


Asp 


Gly 


Thr 


Pro 


Cys 


Lys 


Tyr 


will 


(.3 1 y 


A r q 


( ^ y s 


n V-i /-i 

h ne 


A r g 


I j / S 


e l t 


1 8 4 






195 










20 0 










2 0 5 








l m. 


Cys 


Arq 


Ser 


Arq 


Tyr 


Met. 


G 1 n 


Cys 


Gin 


Se r 


I 1 e 


Phe 


Gly 


Pro 


A s p 


A 1 a 


J 8. ' ' 




2 10 










2 15 










2 2 0 










1 H'< 


Met 


i ; i u 


A 1 a 


Pro 


Ser 


Glu 


( 1 y s 


Tyr 


Asp 


A 1 a 


Va 1 


Asn 


Leu 


I le 


G 1 y 


A s p 


1 <M) 


2 2 5 










2 30 










2 3 5 










2 4 0 


1 <<2 


Gin 


PLe 


Gly 


Asn 


Cys 


G Lu 


1 le 


Ihr 


GLy 


I le 


A rg 


A s n 


Phe 


Lys 


Lys 


Cys 


1 ( > 3 










245 










250 










25 5 




l c *5 


Glu 


Ser 


Ala 


Asn 


Ser 


I le 


Cys 


Gly 


Arq 


Leu 


Gin 


Cys 


Lie 


Asn 


Val 


G 1 u 


1 ^6 








260 










265 










2 7 0 






198 


Thr 


I Le 


P ro 


Asp 


Leu 


Pro 


G 1 u 


Hi s 


Thr 


Thr 


I le 


I le 


Se r 


Thr 


Hi s 


Lou 


1 9 9 






27 5 










2 8 0 










285 








2 0 1 


G 1 n 


A 1 a 


G 1 u 


Asn 


Leu 


Met 


Cys 


Trp 


G 1 Y 


Th r 




Ty t- 




r 
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RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: US/09/890,323 TIME: 12:04:10 



Input Set : A:\2517-WO Seq.txt 

Output Set: N:\CRF3\08092001\l890323.raw 



'3 


0 2 




i y u 










z y d 










n n 












0 4 


Lys 


Pro 


Met 


i j l y 


lie 


Pro 


Asp 


Leu 


b i y 


rie L 


l i e 


Asn 


Asp 


C 1 w 

G i y 


I III 


o(' I 




0 5 


3 0 5 










3 I U 










.1 1 3 










■I I ft 
j ^ U 




D7 


Cys 


bly 


GlU 


'j 1 / 


A r g 


Vd I 


Cys 




Lys 


Lys 


Asn 


Cys 


Val 


Asn 


Co 
Ot L 






0 8 










3 2 3 










ion 
j jU 
















1. (.) 


Vdl 


Leu 


»j I n 


Pne 


Asp 


Cys 


Leu 


P ro 


bill 


Lys 


Cys 


A s n 


T H T~ 


Arq 


U 1 v 


1 

Val 




I I 








3 4 0 




















3 .) u 








1. 3 


Cys 


Asn 


Asn 


A r< t 


Lys 


Asn 


Cys 


His 


Cys 


Me l 


Tyr 


PI,, 

I J I ^ 


I r p 


a i a 


r I O 


r I O 




1. 4 






t r r 
3D J 




















JO J 










1. 6 


Phe 


Cys 


G L u 


» j 1 u 


Va l 


oly 


Ty r 


Gly 


Gly 


Ser 


I ie 


Asp 


Ser 


< j i y 


Pro 


FI O 




1.7 




3 / U 










TIC 

5 I D 










1 Q fi 

j oU 










2 1 9 


t.j ly 


Leu 


Leu 


Arq 


T y 


Ala 


I ie 


Pro 


Ser 


Ser 


Tin 

lie 


l rp 


v a i 


v a i 


o e x 






2 0 












5 y u 










1 Q ^ 










a ft n 






i i_e 


Men 


r ne 


Ar(.| 


Leu 


i ie 


Leu 


Leu 




Leu 


b61 


V a 1 


V =i 1 
Vul 


lr 1 Itr 


Va 1 


Phe 




2 3 










40 5 










410 










415 






2 5 


Phe 


Arg 


Gin 


Val 


He 


Gly 


Asn 


His 


Leu 


Lys 


Pro 


Lys 


0 1 n 


G 1 u 


r t / c 


Met 




2 6 








4 2 0 










425 










430 








28 


Pro 


Leu 


Ser 


Lys 


Ala 


Lys 


Thr 


Glu 


Gin 


Glu 


Glu 


Ser 


Lys 


Thr 


Lys 


Thr 




2 9 






435 










440 










4 4 5 










3 L 


Vdl 


Gin 


Glu 


Glu 


Ser 


Lys 


Thr 


Lys 


Thr 


Gly 


Gin 


G Lu 


G lu 


Ser 


Glu 


Ala 




3 2 




450 










455 










460 












34 


Lys 


Thr 


Gly 


Gin 


Glu 


Glu 


Ser 


Lys 


Ala 


Lys 


Thr 


Gly 


Gin 


Glu 


Glu 


Ser 




3 5 


465 










470 










475 










4 80 




3 7 


Lys 


Ala 


Asn 


lie 


Glu 


Ser 


Lys 


Arg 


Pro 


Lys 


Ala 


Lys 


Ser 


Val 


Lys 


Lys 




38 










4 85 










490 










495 






4 0 


G 1 n 


Lys 


Lys 





























24 4 <210> SEQ ID NO: 7 

24 5 -;211> LENGTH: 2301 

246 <212> TYPE: DNA 

247 <213> ORGANISM: Homo sapiens 
240 -.400> SEQUENCE : 7 

250 atgaagatgt tactcctgct gcattgcctt ggggtgtttc tgtcctgttc tggacacatc 60 

251 caggatgagc acccccaata tcacagccct ccggatgtgg tgattcctgt gaggataact 120 
2 5 2 ggcaccacca gaggcatgac acctccaggc tggctctcct atatcctgcc ctttggaggc 180 

253 cagaaacaca ttatccacat aaaggtcaag aagcttttgt tttccaaaca cctccctgtg 240 

254 ttcacctaca cagaccaggg tgctatcctt gaggaccagc catttgtcca gaataactgc 300 

255 tactatcatg gttatgtgga aggggaccca gaatccctgg tttccctcaq tacctgtttt 360 
2 r .f, qqgqgttttc a a qua a tat t acaqat aaat gaotttqctt at.qaaatj;aa (|f v(M a<](M 4 2 0 
2 1 "'" 7 ttttctacca oqttt.qaaea t r t.qgt a t ac aagatqgaca qtqaqqaqaa acaattttcu 480 
2' = H accatqaqat. cogqa t t.t at gcaaaatgaa ataacatqoc qaa* qqaat.t t qa.iqaaa t 1 540 
2 : '■ 1 < g a t a a 1 1. c c a c t c <i a a q r 1 a a a g t t c t. tat. q t q <j g c t q cj t q q a r r; . ■; a t t t t . a q a 1 1 q 1 1 . 6 < ) ( ..) 
2t:U qaaattqtaq tcqt.cattqa taattatctg tacattcqtt atgaaaqqaa rqa^lraaaq 6» : »0 
.!(..; ttgctggagg atct.at.atgt tattgttaat. atagtqgatt ccattt.tgqa t q t..<:a t tqgt 720 

262 gttaagqtgt tattatttgg tttggagatc tggaccaata aaaacctcat tqtagtaqat 780 

263 gatgtaagqa aatctgtgca cctgtattgc aagtggaagt cggagaacat tacqcoccqq 840 

264 atgcaacatg acacctcaca tcttttcaca actctaggat taaqaqqgtt aagtgqeata 900 

265 gqaqctttta qaqqaatqtq tacaccacac cqtaqt tqtq caat t.qt.t ac tt ttNatqaac 960 
2t>b aaaacttt(|q gc:ac.:tt,t tt.c aatt.qc:aqtg gct.cat.cat.c taqqtc;at.aa tttqqqcatq 1020 
2h7 aaccatqatq aqqatar'atq t-rqt-fqt tr^ ^ '"^ 1 ! ' ) V > 1 
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268 
269 
270 
27 1 
272 
27 3 
274 
275 
276 
27 7 
278 
279 
280 
281 
282 
283 

2 8 ! 
285 
286 
287 
288 
291 
292 

29 3 
294 
296 
297 
298 
299 
300 
301 
102 

30 3 

3 04 
30 5 
306 
307 
308 
309 
J 10 
! 1 1 
! 12 
! 1 3 
314 
315 
316 
317 
3 1 8 
3 1 9 



ccaccaataa ctaaatttag caattgtagt 
aggacaaagt gtttgcttga aacagtacac 
gqqaatggtg ttgttgaaga aggagaagag 
aaagatccct gctgtctgtc aaattgcact 
ctttgttgca aagactgcaa gttcctacca 
gaatgtgatc ttccagagtg gtgcaatggt 
gtggaagatg gaattccctg taaggagagg 
cgcaatgaac agtgtaggag gatttttggt 
tacaaagaat tgaacacctt aggtgaccgt 
tatataaagt gtaatatctc agatgtccag 
gaaattccca atatgagtga tcatactact 
tgctggagta ctgattacca tttggggatg 
ggaacagagt gtgggataga tcatatatgc 
ttgaatagta attgctcacc tgcattttgt 
cactgccatt gcaattatct gtgggaccct 
agtgttgaca gtggcccacc ccctaagaga 
atattgttgc LLattgtttt gtttatttta 
agtaaaccaa taaaaaagca gcaagatgtt 
attcagcgtc gacctcatga gttacctccc 
agtcaacctc ctgtgacacc ctcccagagg 
octcctgtga cgccctccta g 
<:210> SEQ ID NO: 8 
<211> LENGTH: 2364 
<212> TYPE: UNA 
<213> ORGANISM: Homo sapiens 
<:400> SEQUENCE: 8 
atgaagatgt tactcctgct gcattgcctt 
caggatgagc acccccaata tcacagccct 
ggcaccacca gaggcatgac acctccaggc 
oagaaacaca ttatccacat aaaggtcaag 
ttcacctaca cagaccaggg tgctatcctt 
tactatcatg gttatgtgga aggggaccca 
gggggttttc aaggaatatt acagataaat 
ttttctacca cgtttgaaca tctggtatac 
accatgagat ccggatttat gcaaaatgaa 
ctcagaagca aagttcttat 
tcgtcattga taattatctg 
atctatatgt tattgttaat 



tatgg tga tt 
aoaaaggaoa 
tgtg ac tgtg 
c t g a c t g a t g 
tcagggaaag 
act toccata 
ggctactgct 
goaggog caa 
gttggtcact 
tgtggaagaa 
gtgca ttggg 
aagggacotg 
a tccacaggc 
aacaagaggg 
cccaactgcc 
aagaagaaaa 
ttatgttgtc 
caaactccat 
cagagtcaac 
oaacctcagt 



tttgggaa ta 
tctttaa tgt 
g acctt.taaa 
gttctacttg 
tg tg tagaaa 
agtgcccaga 
atgaaaagag 
a tactgcaag 
gtggta tcaa 
ttcagtg tga 
ctcgcttcaa 
ata ttggtga 
actgtgtcca 
gcatctgcaa 
tga taaaagg 
aqaagttctg 
tttatcgact 
ctgcaaaaga 
cttgggtgat 
tgatgccttc 



tac tg tagag 
gaaqogotgt 
g c a 1 1 g t g c a 
tgctt ttggg 
ggaggtcaat 
tqacttttat 
c tgtcatgac 
tgagac ttgc 
a a atgctaca 
gaatgtgaca 
tgacataatg 
agtgaaagat 
ta taaccatc 
caataaaca t 
eta tggaggt 
1 1- a tctgtgt 
ttg taaaaaa 
agaggaaaaa 
gccttcccag 
ccagagtcaa 



gataattcca 
gaaattgtag 
ttgctggagg 
q ttaaqq t qt 
qa t qt aagqa 
a t qeaaea t q 
qqa q C t t t t a 
aaaactt t.gg 
aacca tqatg 
ccaccaa ta a 
aggacaaag t 



t a 1. 1 a 1. 1 1 q q t t t qq aqa t e 
a a t c t q t q o a o c t q t a 1 1 q c 
a c a e c t~ c a e a t c 1 1 . 1 1 . o a c; a 
qaqqaatqtq tacaccacac 
q c a c 1 1 1.. t.. t c a a 1 1 g c a g t g 
a gga ta cat g teg t tgt tea 
ctaaatttag caattgtagt 
gtttgcttga aacagtacac 
gqgaatqqtq ttqttqaaga aqqagaagaq 
a a a g a t e c c t q c t g t c tgt e a a a 1 1 q e a c t 
c:tttgttgca aaqactqcaa qttcctacca 



ggggtgtttc 
ccggatgtgg 
tggctctcct 
aagcttttgt 
gaggaccagc 
gaatccctgg 
gaetttgett 
aaga tggaca 
ataacatgee 
gtgggctggt 
taca ttcgtt 
a tagtqga tt 
t qqaoeaa t a 
a a g t q q a a q t 
a ct. c t.a q qa t 
eg tag t t qt q 
qctca tcatc 
eaae etagat 
ta tggtga tt 
acaaaggaca 
t qtqaetqtq 
e t.qae tqa t. g 
t r a ( t ct q a a a a 



tgtcctgttc 
tgattectgt 
atatcctgcc 
tttccaaaca 
catttgtcca 
tttccetcag 
atgaaa tcaa 
qtgaggagaa 
gaatggaa tt 
ggatceattt 
a tgaaaggaa 
cca t ttt qqa 
aaaaoet ca t 
cqqaqaaca t 
t a a q a q q q t t 
eaa t tq t tac 
tagqtea taa 
qoataa tgea 
t t tgggaata 
tctttaa tgt 
qa cctt t aaa 
q ttet ac ttg 
+ f 7 1 r j t a n a a a 



tggacacatc 
gaggataact 
ctttggaggc 
cctccctgtg 
gaa taactgc 
tacctgtttt 
gcccctagca 
a caa ttttca 
tgaagaaatt 
taggattgtt 
cgactcaaag 
1 q tea ttq q t 
tq tag ta qa t. 
t.arg ceecq q 
a a ct t qqea ta 
tt tea tqaa e 
tttgggoa tg 
tqaaqq e a ac 
tactgtagag 
qaagcgctgt 
qoa t t q t qea 
t qet t ttqqq 



114 0 
12 0') 
1 2 6 i.) 
1 3 2 0 
1 3 80 
1 4 4 1 1 
1500 

1 5 6 1.) 
16 20 
1680 
1740 
1 8 0 0 
i860 
1^20 
1980 

2 0 4 0 
2 10 0 
2 16 0 
2220 
2280 
2 301 



60 

120 

180 

2 4 0 

30 0 

3 h 0 

4 20 

4 80 

5 4 0 
6 1.) 0 
6h0 
'M0 
V8(i 
8 4 n 
9 1 ) 0 
960 
10 20 
1 0 8 0 
1 1 4 0 
120 0 
1 2 6 0 
13 20 



xiLie;'..f. . , ■■■'.■<- -s h .Mil .. 

n the <220> lj M23" Mies >' varr sequence 
using n or Xaa 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/8 90 , 3 2 3 



DATE: 08/09/2001 
TIME : 12:04:11 



Input Set : A:\2517-WO Seq . txt 

Output Set: N:\CRF3\08092001\I890323.raw 
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Current Application Number differs, Replaced Application Number 



SE 



S 1 



Current Filing Date differs. 
Mandatory Feature missing, - 
Mandatory Feature missing, - 
(46) "n" or "Xaa" used, for 
Mandatory Feature missing, « 
Mandatory Feature missing, « 
(46) "n" or "Xaa" used, for 
Mandatory Feature missing, < 
Mandatory Feature missing, < 
(46) "n" or "Xaa" used, for 
Mandatory Feature missing. 
Mandatory Feature missing, 
(46) "n" or "Xaa" used, for 
Mandatory Feature missing, 
Mandatory Feature missing, 
(4b) "n" or "Xaa" used, for 



Replaced Current Filing Date 



J 1 



not found 
2> not found 
0 ID** : 1 
1- not found 
j:- not found 
<2 IDtt : 1 
2l> not found 
2 2> not found 
E(J ID# : 4 
2 21:> not found 
2 22 > not found 
SEQ IDtt : 31 
221 > not found 
2 2 2:- not found 
SEQ ID# : 3 3 



for SEQ 

for SEQ 

for SEQ 

for SEQ 



ID# 
ID# 

rn# 

ID# : 



for 
for 

for 
for 

for 

fnr 



SEQ 
SEQ 

SEQ 
SEQ 

SEQ 

C CT 1 /^ 



ID# : 
ID# : • 

ID# 
ID# 



3 1 
3 1 



ID# : 33 
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